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HUMAN nucleic acid sequence 

AACTTGCGGC CGC CGCGTCTTCCTCGCCGCCTTCGCCGCTGCCCTG 

GGCCCACTCAGCTTCGGCTTCGCGCTCGGCTACAGCTCCCCGGCCA 

TCCCTAGCCTGCAGCGCGCCGCGCCCCCGGCCCCGCGCCTGGACG 

ACGCCGCCGCCTCCTGGTTCGGGGCTGTCGTGACCCTGGGTGCCG 

CGGCGGGGGGAGTGCTGGGCGGCTGGCTGGTGGACCGCGCCGGGC 

GCAAGCTGAGCCTCTTGCTGTGCTCCGTGCCCTTCGTGGCCGGCTT 

TGCCGTCATCACCGCGGCCCAGGACGTGTGGATGCTGCTGGGGGG 

CCGCCTCCTCACCGGCCTGGCCTGCGGTGTTGCCTCCCTAGTGGCC 

CCGGTCTACATCTCCGAAATCGCCTACCCAGCAGTCCGGGGGTTGC 

TCGGCTCCTGTGTGCAGCTAATGGTCGTCGTCGGCATCCTCCTGGC 

CTACCTGGCAGGCTGGGTGCTGGAGTGGCGCTGGCTGGCTGTGCT 

GGGCTGCGTGCCCCCCTCCCTCATGCTGCTTCTCATGTGCTTCATG 

CCCGAGACCCCGCGCTTCCTGCTGACTCAGCACAGGCGCCAGGAG 

GCCATCGCCCTGCGGTTCCTGTGGGGCTCCGAGCAGGGCTGGGAA 

GACCCCCCCATCGGGGCTGAGCAGAGCTTTCACCTGGCCCTGCTGC 

GGCAGCCCGGCATCTACAAGCCCTTCATCATCGGTGTCTCCCTGAT 

GGCCTTCCAGCAGCTGTCGGGGGTCAACGCCGTCATGTTCTATGCA 

GAGACCATCTTTGAAGAGGCCAAGTTCAAGGACAGCAGCCTGGCC 

TCGGTCGTCGTGGGTGTCATCCAGGTGCTGTTCACAGCTGTGGCG 

GCTCTCATCATGGACAGAGCAGGGCGGAGGCTGCTCCTGGTCTTG 

TCAGGTGTGGTCATGGTGTTCAGCACGAGTGCCTTCGGCGCCTACT 

TCAAGCTGACCCAGGGTGGCCCTGGCAACTCCTCGCACGTGGCCAT 

CTCGGCGCCTGTCTCTGCACAGCCTGTTGATGCCAGCGTGGGGCT 

GGCCTGGCTGGCCGTGGGCAGCATGTGCCTCTTCATCGCCGGCTT 

TGCGGTGGGCTGGGGGCCCATCCCCTGGCTCCTCATGTCAGAGAT 

CTTCCCTCTGCATGTCAAGGGCGTGGCGACAGGCATCTGCGTCCTC 

ACCAACTGGCTCATGGCCTTTCTCGTGACCAAGGAGTTCAGCAGCC 

FIG. 9 
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TCATGGAGGTCCTCAGGCCCTATGGAGCCTTCTGGCTTGCCTCCGC 

TTTCTGCATCTTCAGTGTCCTTTTCACTTTGTTCTGTGTCCCTGAA 

ACTAAAGGAAAGACTCTGGAACAAATCACAGCCCATTTTGAGGGGC 

GA TGA CAGCCACTCACTAGGGGATGGAGCAAGCCTGTGACTCCAA 

GCTGGGCCCAAGCCCAGAGCCCCTGCCTGCCCCAGGGGAGCCAGA 

ATCCAGCCCCTTGGAGCCTTGGTCTGCAGGGTCCCTCCTTCCTGTC 

ATGCTCCCTCCAGCCCATGACCCGGGGC TAG GAGGCTCACTGCCTC 

CTGTTCCAGCTCCTGCTGCTGCTCTGAGGACTCAGGAACACCTTCG 

AGCTTTGCAGACCTGCGGTCAGCCCTCCATGCGCAAGACTAAAGCA 

GCGGAAGAGGAGGTGGGCCTCTAGGATCTTTGTCTTCTGGCTGGA 

GGTGCTTTTGNAGGTTGGGTGCTGGGCATTCGGTCGCTCCTCTCAC 

GCGGCTGCCTTATCGGGAAGGAAATTTGTTTGCCAAATAAAGACGT 

GACACAGAAAATCAAAAAAAAAAAAAAAAAATTCC 
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HUMAN amino acid sequence 



RRVFLAAFAAALGPLSFGFALGYSSPAIPSLQRAAPPAPRLDDAAASW 

FGAVVTLGAAAGGVLGGWLVDRAGRKLSLLLCSVPFVAGFAVITAAQ 

DVWMLLGGRLLTGLACGVASLVAPVYISEIAYPAVRGLLGSCVQLMV 

VVGILLAYLAGWVLEWRWLAVLGCVPPSLMLLLMCFMPETPRFLLTQ 

HRRQEAIALRFLWGSEQGWEDPPIGAEQSFHLALLRQPGIYKPFIIGV 

SLMAFQQLSGVNAVMFYAETIFEEAKFKDSSLASVVVGVIQVLFTAVA 

ALIMDRAGRRLLLVLSGVVMVFSTSAFGAYFKLTQGGPGNSSHVAIS 

APVSAQPVDASVGLAWLAVGSMCLFIAGFAVGWGPIPWLLMSEIFPL 

HVKGVATGICVLTNWLMAFLVTKEFSSLMEVLRPYGAFWLASAFCIF 

SVLFTLFCVPETKGKTLEQITAHFEGR*QPLTRGWSKPVTPSWAQAQ 

SPCLPQGSQNPAPWSLGLQGPSFLSCSLQPMTRG 
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RAT GLUTx nucleic acid sequence f 1037^ 

TGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCAC 
GAGCTGGTGCCCATCTCCGCAGAGCCTGCTGATGTTCACCTGGGGCTGGCCT 
GGCTGGCTGTAGGCAGCATGTGCCTCTTCATCGCTGGTTTTGCAGTAGGCTG 
GGGACCCATCCCCTGGCTCCTCATGTCAGAGATCTTCCCTCTGCACATCAAG 
GGTGTGGCTACCGGCGTCTGTGTCCTCACCAACTGGTTCATGGCCTTTCTGG 
TGACCAAAGAGTTTAACAGCATCATGGAGATCCTCAGACCCTACGGCGCCTT 
CTGGCTCACCGCTGCCTTCTGTATCCTCAGCGTCCTTTTCACGCTCACCTTTG 
TCCCTGAGACTAAAGGCAGGACTCTGGAACAAATCACAGCCCATTTGAGGGA 
CGGTGACGGACCCCTTTCTGTGACTGGCAGCCCTGAGCTGAGCTGGCTTCGG 
GTTTCAAAAGGAGTGGAGTGGCCTCAGTGACCACAGTTTGAGCCCAGGGGC 
CCCCTGACTCCTCAGATTTCCGGGCCAGCTTTGTCCAGATCTCAACCCAGATT 
CCACACCATGAGCTTCACCAGATTCTGAGGCTCNTGNAGCCTGCTGCACACA 
CAGC\CATTTGCGGGCTCCTGGCTCTAGTGCTCTGGCTGGGCATCTTTGGGG 
TGC1TGGTCCTAAGCAACTGCCCATACCTCACTTGACTGGGGGATGAGAAAG 
GGACTTAGCCACATAAGATTTGGGCTCAGAAACAAGGTCAGGTGAGTCCAG 
GAAGAAAAGAGAATGGTTCTTGTCTTGTCAACCAAGTCCTTCTCAGAGTGCC 
AAAGACCTCCGGATTCACCTTGGGGTTAGCCAGCTTACCCATCACTTACAGG 
TTCTCTCCAACTCTCAGCTGGTCTCAGTGTCCTGGATCATTAGTCACCAGGTC 
TTGTTGAGTTTCAGAAAAATAAAAGGCCTCTTTCCGTTCAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCGAGGGGGGGCC 
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RAT GLUTx amino acid sequence f 1651 

WRPLZNZWIPRAAGIRHELVPISAEPADVHLGLAWLAVGSMCLFIAGFAVGWG 

PIPWLLMSEIFPLHIKGVATGVCVLTNWFMAFLVTKEFNSIMEILRPYGAFWLT 

AAFCILSVLFTLTFVPETKGRTLEQITAHLRDGDGPLSVTGSPELSWLRVSKGVE 
WPQ 



83648.1 
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MOUSE GLUTx nucleic acid sequence (282) 

GAGCCTGCTGATGTTCACCTGGGGCTGGCCTGGCTGGCTGTAGGCAGCATGTGC 

CTCTTCATCGCTGGTTTTGCAGTAGGCTGGGGACCCATCCCCTGGCTCCTCATGT 

CAGAGATCTTCCCTCTGCACATCAAGGGTGTGGCTACCGGCGTCTGTGTCCTCAC 

CAACTGGTTCATGGCCTTTCTGGTGACCAAAGAGTTTAACAGCATCATGGAGATC 

CTCAGACCCTACGGCGCCTTCTGGCTCACCGCTGCCTTCTGTATCCTCAGCGTCC 
TTTTCACG 
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MOUSE GLUTx amino acid sequence f941 

EPADVHLGLAWLAVGSMCLFIAGFAVGWGPIPWLLMSEIFPLHIKGVATGVCVLTN 
WFMAFLVTKEFNSIMEILRPYGAFWLTAAFCILSVLFT 
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